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Professional
summary

PhD in Biomedical Informatics with more than 7 years of experience in apply-
ing Arti�cial Intelligence and contributing advanced Natural Language Pro-
cessing/Machine Learning methods to healthcare domain.

Work Experience Tempus New York, NY
Machine Learning Scientist August 2021 - current

TurnTO Australia
AI consultant August 2021 - current

Education Columbia University New York, NY
Ph.D. in Biomedical Informatics GPA: 3.90/4.00 June 2021
Ph.D. �esis: Towards Uni�ed Medical Evidence Computing from Literature for
Evidence-based Medicine
Mentor: Dr. Chunhua Weng

Columbia University New York, NY
M.A. in Biomedical Informatics GPA: 3.76/4.00 May 2016
M.A. �esis: EliIE: A Machine Learning-based Information Extraction System to
Formalize Clinical Research Eligibility Criteria into OMOP Common Data Model

Huazhong University of Science and Technology Hubei, China
B.S. in Bioinformatics GPA: 3.50/4.00 June 2014
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Papers under review
and in progress

1. Kang, T., Pero�e, A., Tang, Y., and Weng, C. Integrating Sequence Labeling
and Pa�ern Recognition to Simplify Composite Mentions.

2. Kang, T., Pero�e, A., Jaehyun, K., Turfah, A., and Weng, C. EvidenceMap:
Representing Medical Evidence in Medical Literature to Advance Evidence
Navigation and Synthesis.

3. Kang, T., Pero�e, A., Jaehyun, K., Rogers, J., and Weng, C. PubMed in
EvidenceMap: A Multi-Level Indexed Medical Evidence Base for Assisting
Evidence-based Medicine.

Talks and tutorials Pretraining to recognize PICO elements from randomized controlled
trial literature.
MEDINFO 2019, Lyon, France August 2019

EliIE: An open-source information extraction system for clinical trial
eligibility criteria.
JAMIA Journal Club Webinar October 2017

Cataloguing treatments discussed and used in online autism commu-
nities.
International World Wide Web Conference, Perth, Australia April 2017

”We make choices we think are going to save us”: Debate and stance
identi�cation for online breast cancer CAM discussions.
International World Wide Web Conference, Perth, Australia April 2017

Initial Readability Assessment of Clinical Trial Eligibility Criteria.
AMIA Annual Symposium, San Francisco, United States November 2015

Teaching experience Teaching assistant, Department of Biomedical Informatics (Columbia
University) Spring 2018

https://www.nature.com/articles/ng.3576
https://www.nature.com/articles/ng.3576
https://www.nature.com/articles/ng.3576


BINF G4002: Methods II: Computational Methods
Responsibility: Prepare and grade weekly programming labs and assignments,
give lectures when the professor is absent, and hold weekly o�ce hours.

Teaching assistant, Department of Biomedical Informatics (Columbia
University) Fall 2018
BINF G4000: Acculturation to Programming and Statistics
Responsibility: Prepare and grade weekly programming labs and assignments,
give lectures when the professor is absent, and hold weekly o�ce hours.

Mentoring Ali TurfahMaster student Department of Statistics, Columbia University
Project: Developing novel deep learning-based natural language processing
model for machine reading comprehension of literature. Summer 2020

Ananya Sistla, Jahnavi Shah Ardsley High School, New York
Project: Applying Natural Language Processing to structure medical evidence
from PubMed. 2019-2020

Reviewing activities Journals
Journal of the American Medical Informatics Association
Journal of Biomedical Informatics
Arti�cial Intelligence In Medicine

Conferences
IEEE International Conference on Healthcare Informatics
AMIA Annual Symposium
AMIA Informatics Summit

Editorial Committee
MEDINFO 2019


